Designing a molecular probe for detection
of mixed-linkage polyubiquitin chains
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Introduction Procedure Results

Ubiquitin is a small protein that is
key in several regulatory process in cells,
and is found in nearly all eukaryotic
organisms. The addition of ubiquitin to a
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will show presence of ligated polyubiquitin
chain in elution. Thermo Fisher. "Pull-Down
Assays." Thermo Fisher Scientific. 2004.

Figure 1| Enzymatic cascade that leads to substrate ubiquitylation. The activity of three enzymes is required for
ubiquitylation: a ubiquitin-activating enzyme (E 1), a ubiquitin-conjugating enzyme (E2) and a ubiquitin-ligating enzyme
(E3), which recognizes the substrate. The completion of one ubiquitylation cycle results in a monoubiquitylated substrate,
However, the cycle can be repeated to form polyubiquitylated substrates, Additional ubiquitin molecules can be ligated to \ /
a Lys residue (Lys6, Lys11, Lys27, Lys29, Lys33, Lys48 or Lys63) in a previously attached ubiquitin to form Lys-linked chains.

Conclusions and Future Work
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Figure 2 | Detection of polubiquitin chains by fusion probe. Probes will be specifically designed to interact with
different kinds of ubiquitin chains. Branched, linear and mixed linkage polyubiquitin chains will interact with specific
ubiquitin binding domains of fusion probe.
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